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Abstract 

CHIKV is vector-borne diseases and caused by an alphavirus belonging to family Togaviridae. The CHIKV transmit by the 

Aedes mosquitoes. The common diagnostic symptoms of CHIKV are flu-like symptoms like joint pains, body temperature, 

swelling or inflammation of the body the whole body ach. The sign and symptoms of this resemble disease with dengue fever 

and can be misleading in states where dengue was prevalent. CHIKV was primarily diagnosed in the early 1950s at the borderline 

of Tanzania and Mozambique. For the past few decades, CHIKV has extended to 22 states together with Pakistan resultant 

hundreds of thousands of demise across the planet. CHIKV diseases were diagnosed in early 1983 in Pakistan. Furthermore, 

three subjects with CHIKV were also observed in Punjab provinces in 2011 throughout dengue eruption in Lahore during that 

period there were no any case has been reported from KPK and Baluchistan, but recently about two years ago during December 

2016 first Chikungunya outbreak was reported from various arias of Karachi Sindh Pakistan. 
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1. Introduction 

Chikungunya is viral diseases manifested by alphavirus 

belonging to the family Togaviridae. The word Chikungunya 

comes from the Bantu language of Makonde ethnic group 

Tanzania and Mozambique referred to the curved position of 

the patient due to debilitating joint pain (Thibervillete et al, 

2013). The CHIKV virus belongs to the Togaviridae family 

and genus Alphavirus (Enserink, 2006; Powers, 2007 and 

King et al., 2012) [4, 6, 7]. it is single strand RNA virus of 20 

kb long. The viral particle is spherical, approximately 70 nm 

in diameter it is sensitive to heat above 50c (Schwartz and 

Albert, 2010) [43]. Different genotype of CHIKV have been 

recognized including (ECSA) East Central South African 

isolates, (West Africa) Africa isolates, Asian isolates (Asian) 

and the Indian Ocean lineage (IOL) 2004 as the successor of 

the ECSA family (Tsetsarkin et al., 2007; Nunes et al., 2015) 
[47, 31]. CHIKV is arthropod born disease transmit by the Aedes 

aegypti and Aedes albopictus the Asian ‘Tiger’ mosquitoes it 

seems like dengue and various other arboviral viruses but is 

often related with arthralgia. (Peper et al., 2016). The vector 

mosquito, Aedes body measuring from 8-10 mm, covered 

with pasty or grey coated spots and body alienated into three 

portions: a couple of aerials, 3 pairs of legs which are pallidly 

striated, a couple of wings, a couple of beams, long antennae, 

a longhorn (Power et al., 2000) The member of the species of 

Aedes cannot be recognized by mean of naked eye (Chua, 

2010; Wangchuk, 2013; McCarthy, 2014) [49 50]. Aedes 

albopictus is more livelyin the open air, while Aedes aegypti 

inhabited and feed inside. inhabiting arias of these vectors are 

flower urns, stagnant water, air and water coolers etc. and 

peri-domestic region such as edifice sites, coconut shells, 

unnecessary domestic garbage items like tiers, plastic and 

metal urns (world health organization). These mosquitoes 

usually bite during daytime and are mostly reported in 

tropical and subtropical areas (Cucunawangsih and Lugito, 

2017) [7]. CHIKV causes major demise and financial distress, 

chikungunya virus life cycle starts from the skin of the victim 

it breeds in the skin, transfer to the liver, muscle, lymphoid 

organs and brain, via the blood circulation. The signs and 

symptoms of CHIKV are unclear it appears to be flues like 

symptoms characterized by skin irritation and critical joint 

pains which may continue for a number of weeks, months or 

even years after the acute stage of the diseases (Pialoux, 

2007) [32]. Impediment of CHIKV comprise myocarditis, liver 

infection, eye diseases and neural diseases (Farnon, Sejvar 

and Staples, 2008) [15] Manifestation occur during 1952- 1953 

in Tanganyika current day Tanzania (Robison, 1955; Rose, 

1956). CHIKV spread worldwide. The outbreak was verified 

in Africa an Asia, Europe, America and Australia. The first 

transmission of CHIKV in America during 1995 

(Economopoulos et al., 2009). Europe was reported from 

north-eastern Italy in August 2007. Thereafter, a large 

number of CHIKV infection cases were reported in Italy, 

France, Croatia and Madeira from 2007 to 2012 In Asia, 

CHIKV was first reported from Bangkok and Thailand in 

1958. Thereafter large number of cases were reported from 

various states of Asia in Singapore 1960 and 2006 Malaysia 

1998, Indonesia 2007, India during 1963, 1964, 1965, 1973, 

2006, 2009 and 2010 [14-18] China 2010 Nepal, 2013, 

Pakistan 1983, 2011 and 2016 (Diop, Meseznikov and 

Sanicas, 2015) [11]. 

 

2. Discussion  

The disease was first identified Africa during 1952 following 

an occurrence on the Makonde Plateau in a Swahili village in 

the Newalla district, Tanzania (Tsetsarkin, 2007; Zeller et al., 

2013) [47, 52] the chikungunya virus was segregated from the 

serum of affected victim. The name chikungunya results from 

the Makonde word kungunyala, which refers to the curved or 

bending positions the result of the arthritic sign of the 

diseases. In Swahili, this means “the sickness of the curved 

hiker” (Wahid et al., 2017) [49] The CHIKV virus were first 
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recognized in the Central-East Africa where the virus has 

been originated to flow in a sylvatic series among the forest-

dwelling mosquitoes and non-human primates. Chikungunya 

has expanded to 22 states together with Pakistan follow-on 

millions of demise at the universal level. International 

journey considered to be the main threat issue for the swift 

total extent of the illness. (Receveur et al., 2010; Heywood et 

al., 2016) [39, 17] CHIKV can be highly injuring and outsized 

outbreak enclosed serious economic expenditure. Recurrence 

of CHIKV virus is a crucial public health issue (Weibel 

Galluzzo, 2015; Weaver and Forrester, 2015) [52, 52, 51]. In the 

past few decades, vast cases have been reported from the 

various corners of the world the significant outbreak was seen 

in Africa, Asia, the India Ocean, and more recently the 

Caribbean and Americas. A vast verity of work was done 

international level the different aspects of CHIKV including 

Robison, 1955; Rose, 1956 Enserink, 2006 [14]; Power and 

Logue, 2007 [33], King et al., 2012 [21]; Paul, 2012; Chua, 2010 
[5]; Wang Cucunawangsih and Lugito 2017 [7]; Pialoux, 2007; 

Chuk, 2013 [32]; McCarthy, 2014 [29]; Thiberville et al, 2013 
[46]; Chu, 2010; Wangchuk, 2013 [5]; McCarthy, 2014 [29]; 

Economopoulos et al., 2009 Farnon, Sejvar and Staples, 2008 
[15] a little work had been done in Pakistan by different 

researchers including Darwish et al., 1983 [8]; Rahman, 1977; 

Weible, Galluzzo, 2015; Weare and Forest 2015; Receur at 

al., 2016; Rauf et al., 2016.  

CHIKV was diagnosed during the year 1983 in Pakistan. 

(Darwish et al, 1983) [8]. Thereafter three patients of 

chikungunya were reported from the Lahore Punjab in 2011 

during a dengue outbreak in Lahore (Rahman, 1997). 

Throughout this period there is no any case has been reported 

from KPK and Baluchistan, but recently about two year ago 

during December 2016 first Chikungunya outbreak were 

reported from various arias of Karachi Sindh Pakistan. (Rauf 

et al., 2017) [38] in their current communication in “Lancet 

Infectious Diseases” reported the first chikungunya outbreak 

in city of Karachi Pakistan with thirty thousand assumed and 

four thousand verified cases (Receveur et al., 2016). Though 

this approximation was denied in a report by the (NIH) 

National Institute of Health. NIH signifying 818 unspecified 

and 82 laboratory-confirmed cases of chikungunya 

(Heywood et al., 2016) [17]. A warm humid atmosphere and 

poor hygienic condition were responsible for the recent 

outbreak of CHIKV in Karachi, Sindh Pakistan. atmospheric 

conditions and hygienic matters enhance the possibilities of 

mosquito’s growth and the magnitude of these concerns 

cannot be ignored. On the other hand international travels 

considered to be the main threat of the recent outbreak in 

Pakistan because the chikungunya cases were reported from 

India to few months before the outbreak from Pakistan 

(Receveur et a.l, 2009). Despite the fact that NIH had 

cautioned Pakistan about the potential dangers of 

chikungunya transmission from India and encouraged the 

Government to keep vigil on cross-outskirt voyaging, no 

preventive measures were taken at air terminals, railroad 

stations, and the Indo– Pak fringes (Weibel Galluzzo, 2015) 
[52]. Pakistan shares 2,912-km eastern outskirt with India and 

many individuals travel between two nations on a regular 

routine by a few courses, for example, prepare, transport, and 

plane. In any case, there are no wellbeing screening offices at 

aero plane terminals and fringe crossing purposes of the two 

nations that represent a considerable danger of overflow 

contamination crosswise over outskirts (Weaver and 

Forrester, 2015) [51]. Heightened exchange and travel render 

political fringes insignificant and make assist potential 

outcomes of worldwide infection transmission. There are 

various precedents of the spread of intriguing pathogens to 

new geographic areas by cross-outskirt developments 

including jungle fever, dengue, Zika, West Nile, and 

Crimean-Congo hemorrhagic fever (CCHF). This procedure 

is encouraged when the ecological conditions crosswise over 

fringes share basic attributes (Mathew et al., 2017) [28]. 

Pakistan and India have comparable climatic conditions that 

monstrously bolster vector multiplication. When contrasted 

with Pakistan, the range and weight of vector-borne illnesses 

(VBDs) are gigantic in India including extreme intense 

respiratory disorder virus in 2002– 2003. Influenza A virus 

epidemic of 2006 (avian flu), 2007 equine flu, swine 

influenza pandemic flare-ups in 2009 and 2014 (Weaver and 

Forrester, 2015) [51]. Besides, VBDs keep on ascending in 

India, with an ongoing flood of chikungunya and dengue 

cases (Lo Presti et al., 2016) [25]. 

 

3. Prevention and Control  

The mosquito breeding sites among the human inhabiting 

arias are a hazardous factor for chikungunya as well as other 

vector-borne diseases. Prevention and control measures 

should be taken by reducing the number of native and 

artificial water-filled lakes and channels which sustain the 

breeding of the mosquitoes. During the eruption of diseases, 

clothing which lessen body exposure to the day-biting vectors 

should advise. Repellants can be used to uncovered body 

parts, pesticide-treated mosquito nets can be used for kids for 

patients and elders for safety. Mosquito coils or other 

insecticide sprays may also decrease rainy-day biting. 

Significant safety measures should be used by public visiting 

to risk part and these comprise use of repellents, dressed in 

long sleeves and trousers and make certain accommodation 

behind fitted with the monitor to stop vectors from entering.  

There is no significant antiviral medicine for chikungunya it 

is self-limiting infection patient can be recovered within 8-10 

days. But it has been revealed that some time Acyclovir is 

used for fighting against the diseases and the Interferon type1 

reasonable for plays a significant role in fighting against 

CHIKV. OR the treatment is directed according to the 

symptoms, including the joint pain using anti-pyretic, optimal 

analgesics and fluids.  

 

4. Conclusion  

Chikungunya is an arthropod-borne disease can cause acute 

fever and chronic joint pain. CHIK virus was first isolated in 

1953 in Africa then spread all over the world, Spreads in 22 

countries included 2 provinces of Pakistan Sindh and Punjab 

there are about three cases were identified in Lahore Punjab 

and 30, 000 supposed and 4000 confirmed cases were 

detected from Karachi Sindh Pakistan.  

Climate and inferior hygienic circumstances as a causative 

issue of the outbreak so it is advised to international land 

national health organizations to deal with this significant 

matter 

One of these factors is free cross-border travels between the 

effected arias are also one of the main reason for spreading 

the diseases. It has been observed that Pakistan experienced 

a chikungunya outbreak following too few months of its 

outbreak in India.  
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